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in Committee discussions iIn general. However, he’s not
authorized to participate in the Committee voting
process.

Dr. Paula Annunziato of Merck will serve as
the industry representative to this Committee.

Industry representatives are not appointed as special
government employees and serve only as non-voting
members of the Committee. |Industry representatives act
on behalf of all related industry and bring general
industry perspective to the Committee. An industry
representative on this Committee is not screened, does
not participate in any closed sessions if held, and
does not have voting privileges.

Dr. Jay Portnoy 1is serving as the acting
consumer representative for this Committee. Consumer
representatives are appointed as special government
employees and are screened and cleared prior to their
participation in the meeting. They are voting members
of the Committee.

Disclosure of conflict of Interest for guest

speakers follow applicable federal laws, regulation,
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currently in.

And at that time, the influenza A strains that
were recommended were an A/Guangdong-
Maonan/SWL1536/2019(HIN1)pandemic-like virus for egg-
based vaccines and an A/Hawaii/70/2019pdm09-1i1ke virus
for cell and recombinant vaccines. The Committee also
made recommendations for the H3N2 strain, an A/Hong
Kong/2671/2019-1ike virus for egg-based vaccines and a
A/Hong Kong/45/2019(H3N2)-li1ke virus for cell and
recombinant vaccines. The Committee recommended a
B/Washington/02/2019-1like virus for the B component of
trivalent and quadrivalent vaccines. This iIs a
B/Victoria lineage virus. And the Committee finally
recommended an influenza B for quadrivalent vaccines
containing the above three vaccines, and this was a
B/Phuket/3073/2013-11ke virus from the Yamagata strain.

Now, last week the WHO met and made
recommendations for next winter’s Northern Hemisphere
influenza season and the vaccines that would be made
for that season. Now, the WHO recommendation 1’11

remind people -- this i1s a consultation that includes
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all of the WHO collaborating centers, of which CDC 1is
one. It includes the WHO central regulatory labs of
which CBER 1s one. But these recommendations are just
that. They’re recommendations, and each country must
recommend the vaccine composition for the vaccines that
are licensed iIn that country. And that is what the
purpose of the VRBPAC discussion today is, for the U.S.
licensed vaccine.

But last week these were the recommendations
that the WHO made for next year’s Northern Hemisphere
season. For influenza A, they recommended an
A/Victoria/2570/2019pdm09-like virus for egg-based
vaccines and an A/Wisconsin/588/2019pdm09-1i1ke virus
for cell- and recombinant-based vaccines. The
recommendation for the H3N2 component was an
A/Cambodi1a/e0826360/2020(H3N2)-1ike virus, and the
Committee recommended an influenza
B/Washington/02/2019-1like virus as the B component for
trivalent and all quadrivalent vaccines. This iIs a
B/Victoria lineage virus. And finally, for

quadrivalent vaccines containing the above three
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viruses, the Committee recommended a
B/Phuket/3073/2013-1i1ke virus. So this is what the WHO
recommended last week.

So the Committee discussion today, the VRBPAC
will discuss which influenza strains should be
recommended for the antigenic composition of the 2021-
2022 influenza virus season vaccine in the U.S. Now,
we” 1l have several options to consider as the
discussion proceeds for influenza, and as usual, we
will start with what the WHO recommended and then go
from there. And after you hear all the data that went
into that, the Committee will discuss and make
recommendations.

But some of our options will be to recommend
the A/Victoria and the A/Wisconsin strains for egg- and
cell-based vaccines respectively that the WHO
recommended or possibly recommend an alternative HIN1
candidate vaccine virus. Options for influenza H3
would be to accept the WHO recommendation of the
A/Cambodia strain or make other alternative H3N2

candidate vaccine virus recommendations. For influenza
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B, the options would be to consider the B/Washington
strain or recommend an alternative candidate vaccine
strain from the B/Victoria lineage or possibly a
vaccine virus from the B/Yamagata lineage. And
finally, for the fourth strain in quadrivalent
vaccines, we could start with an option of recommending
the B/Phuket strain that’s the Yamagata lineage or
alternative B/Yamagata lineage or even a vaccine Vvirus
from the B/Victoria lineage.

So the voting questions, we tried to simplify
these as much as possible. We’d like to start with

four voting questions, one for each strain, and 1’°ve
listed them here. You’ll see them a little bit later.
But for the influenza A strains, we’ll lump the
recommendations for the egg- and the cell-based
together, starting with what the WHO has recommended.
And this would be for the influenza A H1IN1 component of
the 2021-2022 influenza virus vaccines in the U.S.

Does the Committee recommend -- and these would be the

A/Victoria/2570/2019 virus for egg-based vaccines, an

A/Wisconsin/588/2019pdm-like virus for cell- or
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recombinant-based vaccines.

Again, the voting question for the influenza
H3N2 component would be would the Committee recommend
the A/Cambodia/e0826360/2020-1ike virus? Third
question would be for the influenza B component of
trivalent and quadrivalent vaccines in the U.S., does
the Committee recommend the inclusion of the
B/Washington/02/2019-1like virus? And finally, the
fourth question would be for quadrivalent vaccines.
Does the Committee recommend the inclusion of the
B/Phuket/3073/2013-1ike virus from the Yamagata lineage
as a second influenza B strain in the vaccine?

That should be it for the introduction. 1 can
take questions, or we can —-- 1’1l turn i1t back to you,
Dr. EI Sahly.

DR. HANA EL SAHLY: Thank you, Dr. Weir, for
the introduction. Before we kick off the meeting with
additional data presentation, 1T any of the Committee
members has a question to Dr. Weir pertaining to (audio
skip) raise your hand. And | see Dr. Cody Meissner

asking a question. Dr. Meissner, please unmute
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yourself and turn on your camera If possible.

DR. CODY MEISSNER: Thank you and thank you,
Dr. Weir, for that presentation. So | see that i1t’s
only for influenza A HIN1 that has both a cell-based
strain and an egg-based strain. And 1 assume that
means that for the other three -- for the other A and
the other two Bs they grow equally well in egg-based
vaccines as well as cell-based vaccine. But the
question, how Is it determined that the protection from
an egg-based vaccine is equivalent or better than
immunity induced by a cell vaccine or at least
equivalent? Do you look at serologic response iIn
individuals? Thank you.

DR. JERRY WEIR: So to answer the first part
of your question, yes, | think that is the assumption
you can make is that one virus for the H3 i1s good
enough for both egg-based as well as cell-based
vaccines. 1 think last year we had a different egg-
based and a different cell-based H3 component. But the
answer to -- the more extensive answer you will hear

from Dr. Wentworth, and you sort of guessed correctly.
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What you will hear is data showing how well these
different candidate vaccines cover and whether the
candidate vaccine i1s made 1In eggs or made in cells and
how well they cover viruses, both circulating viruses -
- and you’ll also hear how well these viruses are
covered by sera from recently vaccinated individuals.
So David will go through this all iIn great detail about
why the selection of each of these virus strains was
made .

DR. CODY MEISSNER: Thank you.

DR. HANA EL SAHLY: Thank you, Dr. Weir. 1 do
not see any additional questions right now, so 1t’s my
pleasure to introduce Dr. Lisa Grohskopf. Dr. Lisa
Grohskopf is the associate chief for policy and liaison
activities, Epidemiology and Prevention Branch, the
Influenza Division at the Centers for Disease Control
and Prevention. She will be doing a U.S. Influenza

Surveillance overview. Dr. Grohskopf.

U.S. SURVEILLANCE
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DR. LISA GROHSKOPF: Thank you, Dr. EI Sahly,
and good morning, everybody, and thanks for the chance
to be here today. So I°m going to be presenting an
overview of U.S. influenza surveillance, largely
focusing on the current season, *19-720-°21. And 1’11
just get started here with the next slide.

Before getting started with the data, | just
wanted to thank our CDC Influenza Division Surveillance
team led by Lynette Brammer and Alicia Budd. These are
the folks that put together the FluView report that’s
posted on CDC’s webpages every week. 1 don’t myself
work in surveillance, so I’m fortunate enough to get to
present their data every year. And 1’m greatly
grateful for them In assistance in getting these slides
together, as well as everything they do on a regular
basis.

So just to start out with the U.S. influenza
surveillance for the 2020-21 season, just to give you
an overall orientation, the data that I°m going to
present are from the most recent CDC FluView report.

These are data that are posted every week, generally on
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Fridays. The reports that these data are drawn from
are for surveillance week 8. This iIs the week ending
February 27, 2021.

I’m going to start out with virologic
surveillance. These data come from influenza positive
test results that are reported to CDC weekly by the
National Enteric and Respiratory Virus Surveillance
System Labs and also WHO surveillance labs that are
located within the United States. These comprise about
300 clinical laboratories and about 100 public health
laboratories. And the results that are reported to CDC
are here, depicted 1In two separate graphs. The public
health laboratories are on the right and the clinical
laboratories on the left.

One thing I do want to point out is that for
ease of viewing | have made these graphs the same size.

However, 1f you do look at the scale on the Y axis,

that shows the number of specimens that were -- if
you’re looking at the left-hand Y-axis -- the number of
specimens, the scale i1s different. 1t goes up to 500

on for the clinical laboratories and up to 100 for the
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public health laboratories because there are fewer
specimen. So just keep that in mind that the bars that
you see on the graph are not proportionate to each
other.

Clinical laboratories by and large submit data
that are divided into flu A and flu B. You’ll see that
the flu A isolates on the left-hand graph for the
clinical laboratories are represented in yellow and flu
B are in green. And one main take-home point here is
that, overall, the number of specimens positive that
broke down into A and B are relatively small this
season. Typically, those of you who’ve seen these
presentations or looked at the data before --
typically, we have nice sweeping peak that goes up much
higher 1n that graph by this point In the season. Flu
season’s generally peaking in activity sometime in
January or February. But overall, our number of
positive specimens is low.

Another thing to draw your attention to on the
public health lab -- sorry, the clinical lab graph --

again, the one on the left -- is there’s a black line
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that sort of runs close to the X axis but just a little
bit above 1t. That represents the overall percent of
specimens positive by week. This has been very low so
far this season. Right now, 1t’s about 0.1 percent for
surveillance week 8.

On the right, we have the public health
laboratory graphs. This has a few more colors In i1ts
wedging mainly because public health labs generally do
split out the influenza A viruses by subtype, H3N2,
HIN1, as well as the B viruses by lineage. But
considering the fact, then you can see that overall the
numbers are small, and again, remember that the scale
of the X axis 1n this graph i1s lower than it’s a
smaller scale than the clinical laboratory graph.
Again, the take home message i1s overall the number of
positive isolates has been rather small for the season
so far.

Apologies, | skipped a slide there. Okay. So
next, we’re going to move on to a couple of slides that
describe U.S. ILI activity. These slides both come

from ILINet, which is a network of about 3,000 out-
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patient provider facilities that report weekly to CDC
the percent of outpatient visits that are for
influenza-like i1llness, or ILI. Now, this i1s a
symptom-based definition. 1t is not a laboratory
confirmed definition. So i1t’s basically defined as
fever, plus cough or sore throat. It is not something
-- the data that you’re going to see here, basically
what 1°m trying to say, does not reflect laboratory
confirmed flu. It’s a symptom-based definition.

So again, similarly to the last slide, we have
calendar week on the X axis. We have percent of visits
for ILI on the Y axis, and a number of different
seasons are represented. The season that we’re
currently in right now, 2020-21, is the line
superimposed with the red triangles. The horizontal
black line that you see across the graph represents a
threshold of 2.6 percent, which i1s calculated from the
percent of visits for ILI during the previous three
seasons during non-influenza weeks. So that’s what we
refer to iIn this system as the national baseline, and

iIt’s at 2.6 percent for this season.
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So take-home point here i1s that for the
current season -- again, the line superimposed with the
red triangles, 2020-21 -- we are below the national
baseline so far throughout the entire season.
Considering HHS regions, the regional data is also
below the national baseline. And this is lower even
then -- 1f you look just above the current season line,
a little bit above there’s a brown line that represents
the 2011-12 season, which was a season that was largely
noted for having relatively mild influenza activity.
We’re even below that with this system.

So this i1s data from the same system. 1 think
1t’s about 65 percent of the ILINet providers report
data for a percent of out-patient’s visits for ILI that
are broken out by age group. And here you see that
data, and there are actually two seasons here. The
peaks that you see on the left side of the graph are
from the *19-°20 season, and then the righthand half of
the graph approximately is the *20-"21 season. So it
gives you an idea of comparison with last season.

But these are data broken out by age group.
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Zero to four i1s the youngest age group. 65 plus is the
oldest age group. You can see that we see relatively
flat activity through the 2020-21 season so far through
the righthand part of the graph. There is a slight
trend sort of slightly decreasing activity in the three
older age groups, those other than the zero to four age
group, 1Ff you look at about the last seven weeks. But
overall, low activity.

Next, moving on to influenza associated
hospitalizations. This comes from a network called
FluSurv-NET. Normally, we have a chart for this season
with the estimated cumulative hospitalization rates by
the accumulating calendar weeks generally broken down
by age group. FluView has not been producing that so
far this season mainly because the activity has been so
low. But what this system does examine 1is
hospitalizations associated with lab confirmed flu.

The numbers have been quite small. Between
October 1st, 2020 and February 27, 2021 -- that’s again
week 8 for surveillance week -- 14 states reported a

total of 193, which i1s quite small, laboratory
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confirmed influenza hospitalizations. This represents
an overall cumulative hospitalization rate of 0.7 per
100,000 population, a bit too small for really
meaningful breaking down by age groups, so hence no
figure. This is lower than any season since routine
collection of data for this system began in 2005,
including, again, for reference, the 2011-12 season for
which the rate at this timepoint was about 2.3 times
higher.

The next two slides go into mortality data.
This first one is from the National Center for Health
Statistics, and these are the percent of deaths coded
as being due to pneumonia and influenza or COVID-19.
These are death certificate data, so this is not lab-
confirmed flu data. So this would be deaths that are
listed on the death certificate as being due to
pneumonia, influenza, or COVID-19. Those of you who
look at this data periodically, or who have seen these
presentations before, know that iIn previous seasons
this has generally been reported as pneumonia and

influenza, rather than the addition of COVID-19.
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However, at about week 10 last year, if you look to the
far right on the graph -- about week 10 of last year
was when we began -- the system began adding COVID-19
coded deaths as part of routine reporting.

So there are a number of seasons represented
here. You’ll see throughout the graph a pair of
undullating black lines. One of these is the seasonal
baseline, which Is an estimate based on modeling data
from the previous five seasons of what we might expect
to see in terms of percent of deaths coded as being
pneumoniaZinfluenza. 1.645 standard deviations about
that is what we call the epidemic threshold. So if you
look off to the left, that starts out with the *16-"17
season, you can see -- actually the ”17-°18 season --
the redline which represents the percent of deaths that
were due to, in that season, pneumonia and flu only --
or pneumonia and iInfluenza coding only. You can see
that the red line broke quite a bit.

As you go across the graph, you see about week
10 of last year quite a bit of surpassing of the

baseline by that red line. To sort of put things into
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perspective as far as the relative proportion of deaths
that are due to pneumonia and flu as opposed to COVID-
19, some colors were added to the graph. Yellow
represents pneumonia/flu coded deaths, and the blue
patches represent COVID-19 reported deaths. You can
see that for this current season the majority of those
deaths are reported as being -- on the death
certificate as being related to COVID-19 rather than
pneumoniaZinfluenza.

This slide i1s pediatric mortality. Pediatric
deaths associated with laboratory confirmed influenza
have been reportable in the United States since 2004,
and this graphs shows by calendar week the number of
deaths hitting this definition for the last several
seasons, beginning with the 2017-18 season on the far
left. For the 2020-21 season so far within this
system, only one pediatric death has been reported so
far for this season.

So just an overview on influenza activity
domestically for this season, U.S. influenza activity

for 2020-21 has been low so far. The percent of
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influenza specimens testing positive as reported by the
clinical laboratories unusually low, again, 0.1 percent
for the most recent reporting week. Influenza-like
illness, IL1, activity has been below the national
baseline, and the cumulative hospitalization rate
reported through FluSurv-NET, 0.7 per 1,000, which is
again the lowest since 2005 and even lower than the
2011-12 season.

The causes for this, the i1deologies for this
are likely multifactorial and could well be related to
COVID-19 mitigation strategies such as use of masks,
social distancing, school closures, and also things
related to travel such as people travelling less and
also, iIn some cases, restricted travel. Importantly,
iIt’s not possible to predict whether this Is going to
continue to hold for the rest of the year, and it’s
also not possible to predict on the basis of these data
the extent and timing of influenza activity for 2021-
22, next season.

Now, I just have a very, very brief update on

vaccine effectiveness. For the last few years, we’ve
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also presented in this talk updates on flu VE from the
CDC networks. The update this year is quite brief. In
fact, this i1s the only slide we have.

Due to the very low activity within the United
States and, of course, by extension within the CDC VE
networks this season, there are no interim VE estimates
available. The CDC networks continue to collect data
as it comes 1In and to monitor activity. However, there
IS no interim estimate available from any of them, and
estimates, as far as being available later in the
season, are completely dependent on having sufficient
influenza activity within the networks 1n order to be
able to calculate a VE. So that is all 1 have for my
talk. Thank you very much for your attention.

DR. HANA EL SAHLY: Thank you, Dr. Grohskopf,
for this presentation. As the Committee members raise
their hands for those who have questions so we can
(audio skip). I have a quick question to get us
started. Did we see any changes in the vaccine
coverage this year in terms of the uptick of the flu —-

the seasonal flu vaccine?
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DR. LISA GROHSKOPF: There is ongoing
preliminary data on coverage that’s being collected and
posted week by week on FluVaxView, which is another CDC
webpage. There are coverages estimated for different
populations using different surveillance systems, and
there are some new data sources that are being used
this year. Overall coverage, depending upon the group
that you look at, looks about on par with last year.
There looks to have been i1In some populations -- some
age groups fairly high demand in the beginning of the
year but then sort of leveling off later on 1n the
year. There are also some differences iIn coverage by
race and ethnicity in some of those systems. But I
would say overall not an enormous different between --
some groups showing slightly lower, some slightly
higher depending on the surveillance system used in
which population group.

DR. HANA EL SAHLY: Any indication the lack or
the tremendous decrease i1s actually partially related
to public health resources --

MR. MICHAEL KAWCZYNSKI: Sorry, Dr. EI Sahly,
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we need you to move the phone closer to you. We can’t
hear you.

DR. HANA EL SAHLY: Oh, okay. So any
indication that the decrease iIn the number of cases is
at least partly related to a lot of our public health
efforts being directed elsewhere?

DR. LISA GROHSKOPF: That’s a good point. 1
think one thing that was noted early on in FluView
reports and also in other surveillance systems was that
one thing to be considered is that, particularly at the
beginning of the season -- earlier in the COVID-19
epidemic, one might expect that testing practices for
flu might have changed. One might surmise that i1t was
possible that people might not have been going out to
get tested. But one thing that is iInteresting even 1In
the face of all that is that of the specimens in the
reporting on testing that CDC has seen, for example in
the virologic characterization data that was reported
on the first slide | presented, the percent of tests
that were positive i1s very low, which is also something

important to note that one might not think would be
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influenced, say, based on testing practices or people’s
likelihood of getting tested or clinician behavior.

DR. EL SAHLY: Okay. Thank you. Dr. Michael
Kurilla, please unmute yourself and turn your camera
on.

DR. MICHAEL KURILLA: Thank you, Hana. Lisa,
related to the testing, I°m wondering from the ILI
standpoint 1t would seem to me that a lot of the
routine things of people, you know, in traditional flu
seasons calling their doctor and going into their
office, that’s not happening. 1 would also think that
most people, 1If they had flu-like symptoms or
influenza-like illness, they’d be worried about COVID,
and 1t may be that they’d get a test for COVID. And if
1t’s negative, they just feel so good they don’t bother
about anything else. |I°m wondering how much dual
testing for COVID and flu is going on so that in people
who are symptomatic, If they’re negative for COVID, we
actually know whether that’s flu.

DR. LISA GROHSKOPF: That’s a good question,

and 1 don’t -- I can try to get more information on
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that during today. || don’t know off the top of my head
about the prevalence of dual testing, although one
would m1magine i1t would be happening. The surveillance
team does note that the ILI numbers should be
interpreted sort of cautiously, again, given the
possibility that the ability to detect ILI has been
influenced somewhat by the ongoing pandemic and testing
practices. But as far as dual testing, | can try to
get more information about that today i1f it’s
available.

DR. MICHAEL KURILLA: Thanks.

DR. HANA EL SAHLY: Thank you. Dr. David Kim,
please turn your camera on. Dr. David Kim.

CAPT. DAVID KIM: Thank you. Other than the -
- for the biologic surveillance, other than the numbers
that were much lower than the years past, did you
notice anything different during the current season
regarding strain predominance or any sort of pattern
that you saw compared to the years past? 1 realize
that the comparison can’t be directly made but at least

some preliminary analyses on that.
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DR. LISA GROHSKOPF: Good question. FluView
normally does report out antigenic and genetic testing
data based on the samples that are tested and has not
been doing that so far this season simply because the
sample size has been so small. As far as further
detail on that, I’m think 1°m going to defer to Dr.
Wentworth to see if he has any further information on
that. But again, it has been highly unusually this
season in terms of the low number of activity -- the
low amount of activity, the low number of positive
specimens. It’s just a very, very, very small sample
size. It”s a good question.

DR. HANA EL SAHLY: Thank you. Dr. Paul
Spearman, please turn your camera on.

DR. PAUL SPEARMAN: Thank you and thanks for
that presentation. You know, | was so struck by the
low numbers, especially the graphs for pediatric deaths
where there doesn’t even look like there’s any season
at all. It’s amazing, and your discussion of the
multifactorial nature really leads me to wonder what

are the real causes of that. 1 would have -- you could
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have predicted that, you know, masking and some
distancing and avoiding large gatherings could affect
the flu epidemics.

But 1 would have expected this degree, and
iIt’s just -- i1t’s such an amazing finding at the same
time when those measures were not really preventing the
large winter uptick In COVID cases. So it’s just -- 1iIs
there -- or will there -- I don”t know if anyone can
really answer this, but will there be ways of teasing
out what looks like it works much better than a vaccine
to prevent flu? Can we really do this, you know, in an
effective way going forward? Thanks.

DR. LISA GROHSKOPF: So 1 imagine that there
will be future examination of those questions, although
I°’m not really certain about the specifics of kinds of
studies at this point. 1 think 1t’s also important to
consider that flu seasons do vary, and we do sometimes
have seasons that, you know, barely break the epidemic
threshold. For example, 2011-12 was one of those
seasons. This has definitely been lighter.

So I think in the space of all this, It’s
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important to also consider the fact that flu is still
unpredictable, and we really don”’t know how 1t’s going
to behalf In the future. That being said, 1t does seem
like something happened this year, and there were
changes 1n behavior that warrant further iInvestigation
as far as the degree of their impact and how they can
be used 1n the future.

DR. HANA EL SAHLY: Paul, 1 think this
question came up in different circles, the differential
of the effect of the social measures against flu versus
SARS-CoV-2. I mean, the main difference that we also
have to factor in is the differential in
susceptibility. Anyone older than one year of age has
a degree of immunity against one flu or another but
nothing against SARS-CoV-2, so that also changes the
effectiveness of the approaches. Dr. Mike Levine. Dr.
Levine, you’re muted.

DR. MYRON LEVINE: Can you hear me now?

DR. HANA EL SAHLY: Yes, sir.

DR. MYRON LEVINE: Thank you. My question was

very similar to Paul Spearman. The striking virtual
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disappearance of influenza i1s so notable, and in theory
it might -- if the surveillance division has data,
might be a way to tweeze out the role of kids not going
to school, the role of masking, the role of social
distancing In certain subpopulations. But one also has
to wonder whether with the very widespread SARS-CoV-2
infections 1s i1t possible that the innate iImmune
response, interferons, et cetera, to SARS-CoV-2 has
somehow also In some way being responsible for less
influenza. Whatever the reason, 1t’s going to
stimulate this question again and again, and there’s
been so much iIn the public arena whether masks work or
not, whether schools are involved In transmission. And
maybe the answers in part for COVID can come from
figuring out what happens with flu.

DR. LISA GROHSKOPF: Definitely this season
will yield a lot of important research questions for
consideration. Yeah.

DR. HANA EL SAHLY: Thank you. Colonel Andrew
Wiesen.

COL. ANDREW WIESEN: Thanks, Lisa. It was a
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great presentation. | just had a question about how
much effort has gone into the potential data
misclassification. 1 mean, you mentioned i1t, and
certainly i1t’s true for deaths that there’s a large
portion of the COVID deaths that also had flu. When
you take all the flu cases out, 1t’s like half, or it’s
a large proportion. And that’s where we have the best
information, right, because i1f you die, you’re going to
likely get tested for flu as well as COVID.

The testing was brought up by a previous
speaker. A lot of times people just get a COVID test,
and 1f that’s positive or negative, they don’t follow
up- And so while I agree that the social mitigation is
almost certainly somewhat responsible, 1 think there’s
a lot of data misclassification. And 1 think that flu,
while suppressed, is certainly not as suppressed as we
might otherwise think because people simply aren’t
coming In or getting tested for it.

So 1 wonder how you might approach that issue
of trying to determine how many cases could have had

either dual or misclassified -- 1t says it was COVID
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because they were positive for COVID, but they were
actually a flu case too. Or maybe flu was the
predominate reason for their systems, hospitalizations
or otherwise, because | don’t want to oversell the
suppression of flu this year when i1t’s really tough
understanding now when you look at the death count
lately has not come down nearly as fast as the case
counts and hospitalization counts. And part of me
wonders how much of that is just residual because this
would have been peak right now the last couple of
weeks. This would have been peak deaths for flu
season, too. So how much of that is actually flu still
that’s just being classified as COVID and is not. So
just your thoughts on that.

DR. LISA GROHSKOPF: 1 think based on my
understanding of the surveillance systems that -- for
example, ILINet and also the NCHS data -- those systems
don”’t access testing data, so NCHS receives, for
example, data from death certificates. And of course,
you know, we know that there are limitations to death

certificate data. It’s based on coding, and those
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individuals may not have been tested.

A simple answer would be, you know, trying to
review all of those charts. 1 don’t know about the
feasibility of doing that within this particular
system. It’s possible that there are other studies
that are examining that, but within these networks 1
don’t know 1f we can get at that data. | think those
are all important points, though. Some of the routine
CDC flu surveillance examines lab-confirmed disease.
For example, pediatric mortality the hospitalization
system does. But for some of the systems, ILINet and
NCHS, we just don’t have testing data.

DR. HANA EL SAHLY: Thank you. Dr. Cody
Meissner.

DR. CODY MEISSNER: -- presentation. Thank
you for that interesting presentation. One more point
I wanted to add to the discussion that Paul and Mike
raised is Respiratory Syncytial Virus. And we have had
almost disappearance of bronchiolitis at our hospital
and, 1 think, many other hospitals as well. So we

think of RSV hospitalization as primarily among infants
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and young children who are less than 12 months of age
and maybe less than 24 months of age, but most of them
are 1n the first year of life. So, I mean, that leads
me to believe that the influenza results that you’re
reporting are probably real In terms of a reduction
because 1t seems to be all the respiratory viruses are
down. And somehow, 1t makes i1t harder to say not going
to school accounted for a reduction in RSV
hospitalizations because those children don”t go to
school who are most likely to be hospitalized. So I
think there’s something more here that I°m not sure we
fully understand. Thank you.

DR. LISA GROHSKOPF: 1 agree. There have
definitely been a lot of different behaviors that were
introduced and encouraged by -- including some that
maybe we don’t talk about as much. People may be
washing their hands more often, may be using more
sanitizer. It’s really hard to know. 1 think one
thing that comes iInto the CDC recommendations for
preventing flu In addition to vaccination are everyday

preventative activities, which in our communication
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materials point out, you know, these might help you
prevent getting sick from other respiratory virus as
well, so things like, again, washing your hands,
avoiding sick contacts. And one could guess that
probably there are more of both of those things going
on this year in addition to the fact that we’re just
not as mobile as a population.

DR. CODY MEISSNER: Thank you.

DR. HANA EL SAHLY: Thank you. There is time
for two more questions, and the first is coming from
Dr. Amanda Cohn.

DR. AMANDA COHN: Hi, Lisa. Thank you. 1
think you actually just responded to part of the
comment I wanted to make, which i1s | think 1t’s not
only the social distancing. But 1 also wonder the
contributions of overall travel changes over the course
of the pandemic, both international and domestic. And
I think that is -- you know, I think i1t’s likely a
combination of all of these factors, but I think that
will also be interesting to evaluate in the future.

DR. HANA EL SAHLY: Thank you. And the last
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question s from Dr. Archana Chatterjee.

DR. ARCHANA CHATTERJEE: Yes, thank you. Just
a follow up comment to Dr. Meissner’s comments and that
IS with regard to the young children who are not in
school. A lot of them, 1 think -- 1°m trying to
remember, but somewhere I had read a long time ago that
about 70 percent of children In the U.S. iIn that age
group are actually in childcare that is outside the
home 1n aggregate settings. So | think that a lot of
those have been closed as well. And so these children
are not coming 1n contact with children outside the
home .

DR. LISA GROHSKOPF: Yeah. Good point.

DR. HANA EL SAHLY: Okay. Thank you, Dr.
Grohskopf and Committee members for this discussion.
Next is Dr. David Wentworth. Dr. David Wentworth is
the Branch Chief, Influenza Division, Virology
Surveillance, and Diagnostic Branch of the Centers for
Disease Control and Prevention. Dr. Wentworth is going
to give us a presentation on the global influenza virus

surveillance and characterization. Dr. Wentworth.

TranscripticsnEtc,

W W W.transcriptionetc.com




10

11

12

13

14

15

16

17

18

19

20

21

58

GLOBAL INFLUENZA VIRUS SURVEILLANCE AND

CHARACTERIZATION

DR. DAVID WENTWORTH: Thank you very much. |
have a lot to cover. | will move rather quickly but
hopefully easy enough to follow for everybody. 1 just
put together a brief outline to remind everybody what
we”ll be talking about.

We’re going to do an overview of the WHO
vaccine consultation meeting and the recommendations
that Jerry went over. We’ll talk a bit about the
influenza activity, A(H1IN1)pdmO9 viruses, and 1’11
describe the major highlights. |If you recall, 1
covered this In more depth in the 2020 VRBPAC meeting,
and while the recommendation for the HIN1 is an update
for the Northern Hemisphere 2021 and 2022 season, it 1Is
the same as the Southern Hemisphere recommendation for
the 2021 season that’s upcoming.

For the H3N2 viruses, 1’11 be discussing in

greatest detail today of all the subtypes, and that’s

TranscripticsnEtc,

W W W.transcriptionetc.com




10

11

12

13

14

15

16

17

18

19

20

21

59

an update to the recommendation. And for the
B/Victoria lineage viruses, | will